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Useful Entrez Queries 
 
All human sequences   human[orgn] 
All RefSeqs    srcdb refseq[prop] 
All DDBJ/EMBL/GenBank   srcdb ddbj/embl/genbank[prop] 
Genbank PRI division   gbdiv pri[prop] 
mRNAs / cDNAs   biomol mrna[prop] 
Genomic DNA   biomol genomic[prop] 
Genes with OMIM links  gene omim[filter] 
 
Online Resources 
 
General NCBI 
 
NCBI home page   http://www.ncbi.nlm.nih.gov 
About NCBI   http://www.ncbi.nlm.nih.gov/About 
NCBI news   http://www.ncbi.nlm.nih.gov/About/newsletter.html 
  
Entrez 
 
Entrez home page  http://www.ncbi.nlm.nih.gov/Entrez 
Entrez tools  
 http://eutils.ncbi.nlm.nih.gov/entrez/query/static/advancedentrez.html 
E-utilities   http://eutils.ncbi.nlm.nih.gov/entrez/query/static/eutils_help.html 
 
RefSeq 
 
RefSeq home page  http://www.ncbi.nlm.nih.gov/RefSeq 
RefSeq FTP site  ftp://ftp.ncbi.nih.gov/refseq/release 
 
Genome Tools 
 
Map Viewer   http://www.ncbi.nlm.nih.gov/mapview 
Trace Archive   http://www.ncbi.nlm.nih.gov/Traces/trace.cgi? 
Spidey    http://www.ncbi.nlm.nih.gov/spidey 
 


